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J-PARC: Japan Proton Accelerator Research Complex o e =

MLF: Materials and Life Science Facility TEHAF(20MW)
JAEA: Japan Atomic Energy Agency

JRR-3: Japan Research Reactor No. 3 (1990 - )
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Size and shape of Polyisocyanide
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Structure of Iron storage protein : Ferritin

ERETER 2> 7\ B Ferritin@ SANS

~0.06A ETOP(R) B
ﬁANS profile with SWAN(KENS)\ T

Inner structure of Ferritin

Structure of Ferritin

Intensity / a.u

1 - o
Scattering vector / A’

Guinier plot

1L

Rg=62.3:0.6 A
01 s

001y
o 0005 00010 00015 00020
el
qIA

Molecular weight =450,000
2R=130 A (Ex:2R=150A ?)

GV DREL T —2 oD EERE S BRI
AEEEZSYIERICRBRLTLNS

Iq)/au

SANS of Contrast variation
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Effect of structure factor on SANS

M.Sugiyama et al., Biomacrmolecules; 2 (2001) 1071

KDBERG=18.7A. R=24.1A L1~ 1=

100

LEERERIC. ROBEEHE

OBAG
Fig =9V (p= p) THIRALID

BEMATHBE, 2BLEL !

Intensity / a.u

by B3 o B3
Scattering vector / A

HERESIHERTSQ)ERYAL,
1(g)=|F(q)]" xS(g)

&ELTFitting#ifR &R DD E
R=29.6A, ®=0.05

Intensity / a.u.

ERERC IWtR)BERFEERLY
WE19% 8 A XEMSCRIELOTLES

RIEDFR (R I\ VE DR

in situ, in vivoD A RPTHEE BEZEIED
A

HESE DERHT

PDBT—4Z&EIZL=BELEI & D Simulation

< B BUEL Bh R 5N > D E RS IR AR AT
»IKBBRHTHOEERE
>IKBEPTORRERERICETIEBELRR

Structure of Proteasome
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Rg calculation for several packing model
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We should examine the models with simulated SANS profiles.
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Contrast Variation method 2
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Simulated scattering functions of hen egg-white lysozyme q &%

(HEWL) depending on salvent contrast. The contrast was

varied by D;0/H,0 ratio in water solvent. Separation of basic scattering functions of hen egg-white

lysozyme (HEWL). I, I, Ir, and icp are defined by Eq. 2.
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